Steps to Validation of Interferon Alpha Inducible Protein 27 (IFI27) Knock
Outs in Human Lung Epithelial Cells
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INTRODUCTION

Preliminary investigation of the intracellular
iImmune response to SARS-CoV-2 has

Further work is needed
identified a series of interferon stimulated _ _
genes (ISGs) that are highly upreguiated, MR {e M eT o dd 1 1P - I ol VA MT[-IS {14 )

one of which is the gene encoding IFI27(1-2). _
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We propose:

1. To generate a cellular model lacking

expression of IF127 Expected: 11 kD K o

2. To investigate the behavior of cells lacking
IF127 in response to dsRNA (immune
activator)

Fig 1. IFI127 Western Blot. Profein detected

We alre teStlng a tagged |F|27 by IFI27 antibody after Poly |:C exposure.

expression plasmid to confirm s
METHODS g1
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Plasmids encoding Cas9 and guide RNA prOteI N SIZE and anthOdy 73 600
sequences (sgRNA) to IF127 were . . 2 400
transfected into wild type (WT) A549 cells in bl nd | ng @ -
order to create an IFI27 knockout cell line. % 0.2
Real-time PCR was used to establish e O
. . 0.0
regulation of IFI27 mRNA expression. T FNp i
Genetic mutations of IFI27 were probed : : Fig 2. mRNA expression by Real-time
using western blot analysis of protein It 1S pOSS| ble th at we ale RCR. IFI27 mRNA is upregulated during anti-
expression as compared to the WT A549. d : : : viral response to Poly I:C (4hr).
etecting IFI27 protein with a
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